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1. X Sl KA t%_.l , B\ Start >All Programs > Applied Biosystems > 7500
Software> 7500 V2.0 JF it #icfl o 38\ 32 Fti 5 34 Advanced Setup| — | -
2. #EA Setup FI7 Experiment Properties Fi[f:

2.1 HINSLK 4R (Experiment Name)

How do you want to identify this experiment?

* Experiment Name: |unm|ed

Barcode (Optional): |

User Name (Optional): |

Comments (Optional).

<>

2.2 N Es 5

Which instrument are you using to run the experiment?

{ ~ 7500 (96 Wells) } [ 7500 Fast (96 Wells) ]

Setup, run, and analyze an experiment using a 4- or 5-color, 96-well system

2.3 TESE R, i PEGenotyping

What type of experiment do you want to set up?

[ Quantitation - Standard Curve ] { Quantitation - Relative Standard Curve l [ Quantitation - Comparative CT (AACT) ]

[ Melt Curve ] { ~ Genotyping } [ Presence/Absence ]

Detect single nucleotide polymorphism variants of a target nucleic acid sequence in samples

2.4 FERFFRE

Which reagents do you want to use to detect the target sequence?

[ ~ TagMan® Reagents ] [ SYBR® Green Reagents ] [ Other

The PCR reactions contain primers designed to amplify the target sequence and a TagMan® probe designed to detect ampli 1 of the target

2.5 HHATFRRRER

Which ramp speed do you want to use in the instrument run?

[ ~ Standard (~ 2 hours to complete a run) ] [ Fast (~ 40 minutes to complete a run)

For optimal results with the standard ramp speed, Applied Biosystems recommends using standard reagents for your PCR reactions

2.6 MEALESEREICES [ HEAT T B A i A
Wi oo v o et mhe st

Include: [¥] Pre-PCRRead [#] Amplification Post-PCR Read

HEN Setup F[¥) Plate Setup L1, Zw%E SNP assay M FfAs:
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% 7500 Software v2.0.6 {;”E‘E‘

Ek.EﬁtumwnﬂnMSEImbHe_lg

[=] New Experiment - 5 Open... il Save - & Close <# Export... - Print Report...
Experiment Menu« | Experiment: Untitled [2] Type: Genotyping  Reagents: TagMan® Reagents )
E G nstiuciiins: ?eine the SNP assays and samples for this experiment, then assign them fo wells in the plate. For each SNP assay assignment, select a
ask.
Experiment Prop... Assign SNP Assay(s) to the Selected Wells. < [View Plate LayoulT View Well Table l
>
Plate Setup - Select Wells With: |- Selectltem - v ||- Selecttem - v
| ClealeNewSNPMﬁyi Add Saved SNP Assay Edlt'l !
e — T sove s ey [@7] Show in Wells ¥ l View Legend I ‘ & l El i I
Assi... SNP Assay TAllele 2 Task ‘ Edit SNP Assay... |
ction Ssoren Delete P Assay [ 273458786 [m][i1]12]
Reacto e ‘SNPAsmy1 ‘VICIFAM Unknown |
—— Al s
Materials List D
<] BBSNPRERER
Assign Sample to the Selected Wells. B
| Add New Sample I Add Saved Sample I Save Sample B e
Assi... Sample Col... || [ .[{—
f B R
] ‘\Samgle‘l I B D
MEFGER E
F
G
Select the dye to use as the passive reference. H
B 4 Wells: [T 1 Unknown [ 0 Negative Control [ 0 Positve Control 95 Em
«

31 Emm%%mumsw@

s i | BT | R iEdit SNP assay, Ziikitassay 4B S BLAH K,
‘B Report (FR45FEH]D Flquencher (EKIERD o 57BN INHABSNPAL 4,

s | Create New SNP Assay |

4. Edit SHP Assay

Make changes below, then click "OK" fo save your changes 1o the library. Click "Resef Fields™ to undo all your changes. *= Required

SNP Assay Name:[c_27512451_10] color Assay ID:| |

Allele 1 Mame or Baze(z): |C Color: Feporer: Quencher:|NFQ-I‘u1GB v|
Allele 2 Mame or Base(s): [T Caolor: E Reporer: [FAM v Quencher:|NFQ-MGB v|

Comments: | =

| oset Fieds | [Lox | | cancel |

B o sanpie o e s et NN

33 feAii View Plate Layout |y gidfhbe Sidi. I BUbR ¥k 2
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HaPU LR FE S N AL, AR5 B S 22 1) SNP assay FI1 Sample, Ff-7E
SNP assay [] Task —A=H R ZAEAMM IS (Unknown REIFEAS,
Negative Control £} 5k Positive Control BH %} )

7500 Software v2.0.6

File Edit mm TodsHﬁ

=1 New Experiment - &5 Open... i Save - & Close <# Export... - Print Report...

(7))

Define the SNP assays and samples for this experiment, then assign them to wells in the plate. For each SNP assay assignment, select a

Experiment Menu« | Experiment: Genotyping Example Type: Genotyping Reagents: TaqMan® Reagents

G Instructions:

- Experiment Prop...

Assign SNP Assay(s) to the Selected Wells. < |View Plate LayoulT View Well Table W
>

Select Wells With: em -
| Create NewSNPNz;ayI Add Saved SNPA:anI Edil'I
[ & | showin wets + | B view Legend | ElEIE
5 4] 7 8 9 01|12
14476 17402 17403 17104 17106 17107 17108 10859 17109 17110
Negative Control
PR CIE = I BRI ATH12 17413 17444 175 ATHE ATAHT 17118 17118 17120
Positive Control Allele 2/Alleld
NTC 17421 17422 17423 17124 17125 17126 17127 17128 17129 17130 17431
c [
Assi... Sample Col... A
D |NTC ‘ ) D NTC 17132 17136 10858 17137 17138 17140 17144 17147 171489 17148 17162
[12474 | v ||
0O |[14476 | v | NIC 17155 17188 17134 17201 17202 17203 17205 17207 17208 17209 17211
-0 0 @0 @0 @0 @0 0 0- 0 0- 0-
O |[17102 I ||
O 17103 | Pl ame e s e e o e e s s s e
5l ioa @ OO0 00 O 0000 00 o
0 [0 | Gl e 0 v vame e ra e vase v vraee vrses vasr
o 17107 | g -0 0O @0 0 @0 0 @0 0 @3- 0@
Select the dye to use as the passive reference. H izt |1zt 18 il |2 | Izpe 13 | 1200129 1258
' : IIIII lllllll----

ROX W Wells: [ 89 Unknown [3] 7 Negative Control [& O Positive Control 0 Em

«
A Home |Ei 120306LIUYUAN.eds X IEi Genotyping Example_eds = JE Untitled x

H | Disconnected

4. kXN Run Method FLifii, W€ NV 4AF.
rRonppesros |

Q ﬂe\.lpwlhnmal:hnw*msaﬂ‘he thermal profile for the defaull run methad. If needed, edit the defaull run methad or select a nun method from the

Graphical \c"lcwl Tabular View EI&& UL SN

Reaction Volume PerWell | 78 uL _laqmuwe'

|m5wvlmsupvl: le Selecle nattiing o Lind 1 MM'II[MMWI

Include: [ Pre-PCR Read =] Amplification 1-PCR Read

N.‘-PCRHMWSBJ Holding Stage Cycling Stage ist-PCR Read (Holding Stag
Mumber of Cycles: 40 2
[] Enable AutoDelta
Starting Cycle:
0o =] 980t S50°C
T L T N
A .
” /ﬂun!a 1
At T
50 —] - Ei
Ak )
i AT B 4 Dl SR ik B FE A AR
| REEE | BLARE s 5 IF 3 X
Stp 1 sep1 aep 1 N aep1
£ |

Eﬂmwmmn Data Collection Off & AutoDelta On & AutoDelta Off

L eg;:ﬁ ‘
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sk Save e e kA4 & Experiment Document Single files (*.eds) #%3X,

i Cdielosupentaiahals

[i] New Experiment - L% Open...

Tools Hel
iﬂ Save -| & Close 42

Export... - £ Print Report...

Experiment Menu «

«

Save Ctrl+5
Save As... Type: Standard Curve
Save As Template... Cerl+T

od

Reagents: TagMan® Reagents

(7))

a Review the reaction volume and the thermal profile for the default run method. If needed, edit the default run method or select a run method from the
library.

Graphical ViewT Tabular View l

Reaction Volume PerWell | 50| L[] Expert Mode [

MdSIage'] AddSlep'] DeleteSelededJ 101 io) || Collect Data * \‘QpenRLmMemod] El

Holding Stage Holding Stage Cycling Stage
Number of Cycles: EO =
[] Enable AutoDelta
Starting Cycle:
100 95.0°C 95.0°C
10:00 100%  p0:15
&S 100%
00%
60.0°C
s0.0°C 01:00
50 —|
02:00
f00%
25 —|
o
Step 1 Step 1 Step 1 Step 2
< >

Legend

L ata Collection On Data Collection Off A AutoDelta On A AutoDelta Off ‘

"N ¥) Allelic Discrimination Plot ¥ %<4y 7 £

SIS R, SEaS T A AT BT R Analyze 3EAT 0T, ARJEREA Analysis

Experiment Menu < | Experiment. ¢ oll Genotyp... Type: Genolyping Reagoents.
I - = 01| Vi v A i
(" Piot Settngs ), P Select Wells With: |- Selectem - s |- Select ltem - |»
SNP Assay. C_27512451_10 » Apply Call:
Shaw in T:
PiotType: Canesian » LA i i |
e & | ™ 8 i =t # sayD  Task Aliele 1 Allghe 2 _ Allele 2D
| @ | TN NI g
Allelic Discrimination Plot 2 e - ARG
Ampiification Piot P~ 3 Uninown T . FAM-NFG-_
“ 4 urknown  © T FAM-NFO-
5 Urknown  © T FAM-NFO:
Multicomponent Plot TH A M T o T FAMNFO.
an 7 Urknown € T . FAM-NFO-.
H Raw Data Plot L] Uninown € T FAM-NFO:
9 Unimewn  C 1 . FAM-NFQ-
E QC Summary = 10 Urinown € T EAM-NFO-
" Urknown  © T FAM-NFO:
™ : 12 Urinean  C T FAM-NFQ-
¥ Muniple Flols View = 11 Negatva . T FAMANFI-
14 Hegatve C.. C T FAM-NFG-
- T e 15 Negatve G C T . FAM-NFQ-.
18 Hegatve & € T FAM-NFO:
17 Negatve G C 1 . FAM-NF Q-
" 18 Negatva C C T FAM-NFQ-
19 Urknown  C T . FAM-NFQ-
20 Unincwn  C 1 FAM-NFQ-
e 21 Urkncen G T FAM-NFG-
2 Urimown T FAM-NFQ-
- F-] Urkncwn  © T . FAM-NFO-.
NTC 24 Unknown  © T FAM-NFO:
25 Urknewn  C T - FAM-NFO-
. 28 Urknoen G T FAM-NFG-
o 27 Uninown T . FAM-NFG-_
SRR 8 Uninown  C T FAM-NFO-
29 Urkngwn  © T FAM-NFO:
o8 6% 04 B8 BB 1D 12 14 18 a0 Urimown  C T FAMLNFO-
£ T Negatvo & G T FAM-NFG:
] Negatve C.. C T FAM-NF-
3 Negatva C. C T . FAMENFQ-_ »
« »

Analysis Summary:  Total Wells in Piate: 96 Wells Set Upc 96 Wells Omimed Manually. 0

Wells Flagpedt 0 Welis Omitled by Analysis:0  Samples Uised: 1 SNP Assays Used: 1
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AT Z A g R, T DUR SR ) File>Export TR, S Excel #2144

R CERD o MG 29, nT HEAE R Ly R A B, %5 Save
as, frHJPEG XM A CHED ©

Allelic Discrimination Plot

- 17
* Export Data - R TR
QD Skt the fype of dats 1o Expot, sefect whetho 1o £xpint ore e of sepuarane Ses, ten erirs exzon e froperies. (Optcnal) Chor e g1
“Comomine ExporT 1o changs the xpor krmat and 1 select Cack “Saan Exprt” g
(ANiL. "VUIENENANEN
[Expent Prope iee] Cuatorme Expon
sampe Seup ] @ HAEAH atses
s - FResty H [HENENN R 1 11 |
-Seecmmmepor ia o
Mumcemixnent Duta TR 8 T A A H 1 H
2. Select one o of sepande fles: One Fle e o i sepa # a 1 Al it 1
= 1l g 1LLIIETET 1 I A2
2 Enter expon fle propertes: o m ] | I |
] I1 I 11 111 I
Exgort Fils Name: | Gonotyping Example s S JF X8 6 8 File Type: ) "a) = 1 | i 1 G R |l L 1
Expert P Locason: Ckpeked Bamysiema TS0 experkeests 3% §F 4 1 1600 0 47 Bowe | T g T EEEEE
1000n Batx whwr 9ot 1 compiete 0 O 0 T T A
a7 lor] Lo 11 IENNNNENEE NN
a5 1 11 11 IEREEEN
H I He® ”q ™
TRy ] * ..... H 7| e ’
12 14 18 18 20 22 24 28
S gt | Cancel SHF1-4
e

®5MP1-A P SNPT-A
# SHP1-A P SHP1-G

®5SNP1-G JSNP1-C
XUneetermined
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